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FUNGAL IDENTIFICATION SYSTEM 2 (FIDS 2) 
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he fungal population in oil palm 
plantation soil plays a diverse role 
that affect the palm tree productivity. 
Therefore, advance in fungal 
identification technique is crucial 

in order to investigate the importance of this 
microbial community. Fungal identification 
procedure is made easy by the introduction of 
MicroSeq® D2 LSU rDNA fungal identification 
sequencing system. This is an alternative molecular 
identification system for FIDS 1 and FIDS 3 that 
targets the ITS and 18S DNA regions. FIDS 2 is 
suitable for a large number of samples because 
of the rapid identification process compared to 
the FIDS 1 and FIDS 3. This identification system 
provides a precise tool to amplify and sequence 
the ribosomal RNA gene nuclear large subunit 
(LSU) expansion segment, D2 region rapidly 
(Sonnenberg et al., 2007). Specifically, organisms 
can be identified until the species level based on 
the variation of DNA segments within the region 
(Sipiczki et al., 2013). The identification procedure 
required a small quantity of a pure fungal culture 
for DNA amplification and sequencing. The 

database provided by Applied Biosystems is 
based on D2 sequence and capable to identify up 
to more than 1000 validated fungal species. This 
includes filamentous fungi, yeast and oomycete.

OBJECTIVE

To precisely amplify and sequence the ribosomal 
RNA gene nuclear LSU expansion segment, D2 re-
gion for fungal species identification.

METHODOLOGY

The result and outline of fungal identification 
using Fungal Identification System 2 (FIDS 2) 
is presented in Figures 1 and 2.  This sequencing 
kit uses Applied Biosystems BigDye® Terminator 
v1.1 chemistry. Dye-labelled 3’-dideoxynucleotide 
triphosphates (dye terminators) contained in the 
forward and reverse sequencing mixes are includ-
ed in the sequencing kit. Four different fluores-
cent dyes were tagged to the dideoxy terminators 
(ddNTPs) with dye-terminator labelling. The ex-
tension product was terminated with the present 

Figure 1. MicroSeq Sequence-Based Identification.
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dye labelled terminators in the reaction mix. The 
occurrence of the labelled product depended on 
the dye that was in contact with the base.  

BENEFITS

FIDS 2 is a fast and reliable molecular fungal iden-
tification method using rapid sequencing analysis. 

COST

The fee to identify a strain of fungi in 2014 is 
RM 2000 and is subject to change.
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Figure 2. Fungal identification using Fungal Identification System 2 (FIDS 2).


